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RAW SEQUENCE LISTING 

PATENT APPLICATION : US/09/711 , 724A 



DATE: 01/17/2003 
TIME: 07:55:15 



N:\Crf3\dbback2\Datahold\EFS\09711724\HMSU-P14- 



Input Set 
006SubstituteSequence . txt 

Output Set: N:\CRF4\01172003\l711724A.raw 

5 <110> APPLICANT: Ingham et al. 

7 <120> TITLE OF INVENTION: SCREENING ASSAYS FOR HEDGEHOG 
9 <130> FILE REFERENCE: HMSU-P14-006 

11 <140> CURRENT APPLICATION NUMBER: 09/711724A 

12 <141> CURRENT FILING DATE: 2000-11-13 

14 <150> PRIOR APPLICATION NUMBER: 08/674509 

15 <151> PRIOR FILING DATE: 1996-07-07 
17 <160> NUMBER OF SEQ ID NOS : 54 

19 <170> SOFTWARE: Patentln version 3.1 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 1277 

23 <212> TYPE: DNA 

24 <213> ORGANISM: Gallus gallus 

26 <400> SEQUENCE: 1 

27 atggtcgaaa tgctgctgtt gacaagaatt ctcttggtgg gcttcatctg 
29 gtctcctctg ggctgacttg tggaccaggc aggggcattg gaaaaaggag 
31 aagctgaccc cgttagccta taagcagttt attcccaatg tggcagagaa 
33 gccagtggaa gatatgaagg gaagatcaca agaaactccg agagatttaa 
35 ccaaattaca accctgacat tatttttaag gatgaagaga acacgggagc 
37 atgactcagc gctgcaagga caagctgaat gccctggcga tctcggtgat 
39 cccggggtga agctgcgggt gaccgagggc tgggacgagg atggccatca 
4 1 tcgctgcact acgagggtcg cgccgtggac atcaccacgt cggatcggga 
43 tacggaatgc tggcccgcct cgccgtcgag gccggcttcg actgggtcta 
45 aaggcgcaca tccactgctc cgtcaaagca gaaaactcag tggcagcgaa 
47 tgcttccctg gctcagccac agtgcacctg gagcatggag gcaccaagct 
4 9 ctgagccctg gggaccgcgt gctggctgct gacgcggacg gccggctgct 
51 ttcctcacct tcctcgaccg gatggacagc tcccgaaagc tcttctacgt 
53 cggcagcccc gggcccggct gctactgacg gcggcccacc tgctctttgt 
55 cacaaccagt cggaggccac agggtccacc agtggccagg cgctcttcgc 
57 aagcctggcc aacgtgtcta tgtgctgggc gagggcgggc agcagctgct 
59 gtccacagcg tctcattgcg ggaggaggcg tccggagcct acgccccact 
61 ggcaccatcc tcatcaaccg ggtgttggcc tcctgctacg ccgtcatcga 
63 tgggcccatt gggccttcgc accattccgc ttggctcagg ggctgctggc 
65 ccagatgggg ccatccctac tgccgccacc accaccactg gcatccattg 
67 ctcctctacc gcatcggcag ctgggtgctg gatggtgacg cgctgcatcc 
69 gtggcaccgg ccagctg 

71 <210> SEQ ID NO: 2 

72 <211> LENGTH: 1190 

73 <212> TYPE: DNA 

74 <213> ORGANISM: Mus musculus 

76 <400> SEQUENCE: 2 

77 atggctctgc cggccagtct gttgcccctg tgctgcttgg cactcttggc 
79 cagagctgcg ggccgggccg aggaccggtt ggccggcggc gttatgtgcg 



AGONISTS AND ANTAGONISTS 



RECEIVED 

JAN 2 1 2003 

TECH CENTER 1600/2900 



cgctctttta 
gcaccccaaa 
gaccctaggg 
agaactaacc 
tgacagactg 
gaaccagtgg 
ctccgaggaa 
ccgcagcaag 
ctacgagtcc 
atcaggaggc 
ggtgaaggac 
ctacagtgac 
catcgagacg 
ggccccccag 
cagcaacgtg 
gccggcgtct 
caccgcccag 
ggagcacagt 
cgccctctgc 
gtactcacgg 
gctgggcatg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1277 



actatctgcc 
caagcaactt 



60 
120 
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85 
87 



81 gtgcctctgc tatacaagca gtttgtgccc agtatgcccg agcggaccct gggcgcgagt 180 

83 gggccagcgg aggggagggt aacaaggggg tcggagcgct tccgggacct cgtacccaac 24 0 

tacaaccccg acataatctt caaggatgag gagaacagcg gcgcagaccg cc tgatgaca 300 

gagcgttgca aagagcgggt gaacgctcta gccatcgcgg tgatgaacat gtggcccgga 360 

8 9 gtacgcctac gtgtgactga aggctgggac gaggacggcc accacgcaca ggattcactc 4 20 

91 cactacgaag gccgtgcctt ggacatcacc acgtctgacc gtgaccgtaa taagtatggt 480 

93 ttgttggcgc gcctagctgt ggaagccgga ttcgactggg tctactacga gtcccgcaac 54 0 

95 cacatccacg tatcggtcaa agctgataac tcactggcgg tccgagccgg aggctgcttt 600 

97 ccgggaaatg ccacggtgcg cttgcggagc ggcgaacgga aggggctgag ggaactacat 660 

99 cgtggtgact gggtactggc cgctgatgca gcgggccgag tggtacccac gccagtgctg 720 

101 ctcttcctgg accgggatct gcagcgccgc gcctcgttcg tggctgtgga gaccgagcgg 780 

103 cctccgcgca aactgttgct cacaccctgg catctggtgt tcgctgctcg cgggccagcg 840 

105 cctgctccag gtgactttgc accggtgttc gcgcgccgct tacgtgctgg cgactcggtg 900 

107 ctggctcccg gcggggacgc gctccagccg gcgcgcgtag cccgcgtggc gcgcgaggaa 960 

10 9 gccgtgggcg tgttcgcacc gctcactgcg cacgggacgc tgctggtcaa cgacgtcctc 102 0 

111 gcctcctgct acgcggttct agagagtcac cagtgggccc accgcgcctt cgcccctttg 108 0 

113 cggctgctgc acgcgctcgg ggctctgctc cctgggggtg cagtccagcc gactggcatg 1140 

115 cattggtact ctcgcctcct ttaccgcttg gccgaggagt taatgggctg 1190 

117 <210> SEQ ID NO: 3 

118 <211> LENGTH: 1281 

119 <212> TYPE: DNA 

120 <213> ORGANISM: Mus musculus 

122 <400> SEQUENCE : 3 

123 atgtctcccg cctggctccg gccccgactg cggttctgtc tgttcctgct gctgctgctt 60 
125 ctggtgccgg cggcgcgggg ctgcgggccg ggccgggtgg tgggcagccg ccggaggccg 120 
127 cctcgcaagc tcgtgcctct tgcctacaag cagttcagcc ccaacgtgcc ggagaagacc 180 
129 ctgggcgcca gcgggcgcta cgaaggcaag atcgcgcgca gctctgagcg cttcaaagag 240 
131 ctcaccccca actacaatcc cgacatcatc ttcaaggacg aggagaacac gggtgccgac 300 
133 cgcctcatga cccagcgctg caaggaccgt ctgaactcac tggccatctc tgtcatgaac 360 
135 cagtggcctg gtgtgaaact gcgggtgacc gaaggccggg atgaagatgg ccatcactca 420 
137 gaggagtctt tacactatga gggccgcgcg gtggatatca ccacctcaga ccgtgaccga 4 80 
139 aataagtatg gactgctggc gcgcttagca gtggaggccg gcttcgactg ggtgtattac 540 
141 gagtccaagg cccacgtgca ttgctctgtc aagtctgagc attcggccgc tgccaagaca 600 
143 ggtggctgct ttcctgccgg agcccaggtg cgcctagaga acggggagcg tgtggccctg 660 
145 tcagctgtaa agccaggaga ccgggtgctg gccatggggg aggatgggac ccccaccttc 720 
14 7 agtgatgtgc ttattttcct ggaccgcgag ccaaaccggc tgagagcttt ccaggtcatc 780 
14 9 gagactcagg atcctccgcg tcggctggcg ctcacgcctg cccacctgct cttcattgcg 840 
151 gacaatcata cagaaccagc agcccacttc cgggccacat ttgccagcca tgtgcaacca 900 
153 ggccaatatg tgctggtatc aggggtacca ggcctccagc ctgctcgggt ggcagctgtc 960 
155 tccacccacg tggcccttgg gtcctatgct cctctcacaa ggcatgggac acttgtggtg 1020 
157 gaggatgtgg tggcctcctg ctttgcagct gtggctgacc accatctggc tcagttggcc 1080 
159 ttctggcccc tgcgactgtt tcccagtttg gcatggggca gctggacccc aagtgagggt 1140 
161 gttcactcct accctcagat gctctaccgc ctggggcgtc tcttgctaga agagagcacc 1200 
163 ttccatccac tgggcatgtc tggggcagga agctgaaggg actctaacca ctgccctcct 1260 
165 ggaactgctg tgcgtggatc c 1281 

167 <210> SEQ ID NO: 4 

168 <211> LENGTH: 1313 

169 <212> TYPE: DNA 

170 <213> ORGANISM: Mus musculus 
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172 <400> SEQUENCE: 4 
17 3 at get get gc tgctggccag 
17 5 cccgggctgg cctgtgggcc 
177 acccctttag cctacaagca 
17 9 ggcagatatg aagggaagat 
181 tacaaccccg acatcatatt 
183 cagaggtgea aagacaagtt 
185 gtgaggctgc gagtgaccga 
187 cactatgagg gtcgagcagt 
189 atgctggctc gcctggctgt 
191 cacatccact gttctgtgaa 
193 ccgggatccg ccaccgtgca 
195 cccggagacc gcgtgctggc 
197 accttcctgg accgcgacga 
199 ccgcgcgagc gcctgctgct 
201 tcggggccca cgcccgggcc 
203 gtgtacgtgg tggctgaacg 
205 gtgacgctgc gagaggagga 
207 ctcatcaacc gggtgctcgc 
209 cgggccttcg cgcctttccg 
211 aeggaeggeg ggggcggggg 
213 geggagcega ctgegggcat 
215 ctgttggaca gcgagaccat 

217 <210> SEQ ID NO: 5 

218 <211> LENGTH: 1256 

219 <212> TYPE: DNA 

220 <213> ORGANISM: Danio 

222 <400> SEQUENCE: 5 

223 atgcggcttt tgacgagagt 
225 ggactggcct gcggtcctgg 
227 cctctcgcct acaagcagtt 
229 agatacgagg gcaagataac 
231 aatcccgaca ttatctttaa 
233 agatgeaaag acaagctgaa 
235 aagctgcgtg tgacagaggg 
237 tacgagggaa gagctgttga 
239 ctgtctcgcc tagctgtgga 
241 at t cat t get ctgtcaaagc 
24 3 ggttcggctc tggtctcget 
24 5 ggagacaagg tgctggcggc 
24 7 ttcacagacc gagactccac 
24 9 gttgaaaaga tcaccctcac 
251 gatctccaca ccatgaccgc 
253 gttgttgatg atageggtea 
255 cagegggget cgttcgcacc 
257 gcgtcctgtt aegcegtaat 
259 aggctctatt attacgtgtc 
261 cgactttaca acaggagggg 
263 tggcttttgg acagcaacat 



atgttttctg 
eggcaggggg 
gtttattccc 
cacaagaaac 
taaggatgag 
aaatgccttg 
gggctgggat 
ggacatcacc 
ggaagcaggt 
agcagagaac 
cctggagcag 
ggctgacgac 
aggegecaag 
caccgccgcg 
aagcgcgctc 
eggeggggae 
ggcgggcgcg 
ctcgtgctac 
cctggcgcac 
cagcatccct 
ccactggtac 
gcatcccttg 



rerio 

gctgctggtg 
cagaggctac 
catacctaat 
gegcaatteg 
ggatgaggag 
ctcgctggcc 
ctgggatgag 
tattaccacc 
ggctggattt 
agaaaattcg 
ecaggaegga 
agacagegeg 
gaegegaegt 
cgccgctcac 
cgcgtatgcc 
gcttaaatct 
agtgactgca 
agaggaccag 
atcattcctg 
gtccactggt 
gcttcatcct 



gtgatccttg 
tttggaaaga 
aacgtagccg 
tccgaacgat 
gaaaacaegg 
gccatctctg 
gaggaeggee 
acgtccgacc 
ttcgactggg 
tccgtggcgg 
ggcggcacca 
cagggccggc 
aaggtcttct 
cacctgctct 
tttgccagcc 
cgccggctgc 
tacgcgccgc 
gctgtcatcg 
gcgctgctgg 
geagegcaat 
tcgcagctgc 
ggaatggcgg 



cttcctcgct 
ggcggcaccc 
agaagaccct 
ttaaggaact 
gagcagaccg 
tgatgaacca 
atcattcaga 
gggaccgcag 
tctactatga 
ccaaatccgg 
agctggtgaa 
tgctgtacag 
aegtgatega 
tcgtggcgcc 
gcgtgcgccc 
tgcccgccgc 
tcacggcgca 
aggagcacag 
ccgcgctggc 
ctgcaacgga 
tctaccacat 
tcaagtccag 



gctggtgtgc 
caaaaagctg 
aggggecage 
cacccccaat 
gctgatgact 
gtggcctgga 
ggagtctcta 
caagtaegge 
atccaaagct 
cggctgtttc 
ggacttacgt 
cgacttcctc 
gaegctggag 
gcacaacgac 
cgggcagcgc 
ggtgcacagc 
cggcaccatt 
ctgggcacac 
acccgcccgc 
agegagggge 
tggcacctgg 
ctg 



tctcttctca 
ggcagaagaa 
gtcgeggaga 
gagagattta 
aacaegggag 
atctctgtaa 
gacggtcacc 
tctgaccgag 
gactgggtct 
gttgetgega 
ggacagaagg 
ggaaacctgg 
gtgttttacg 
ctcctttttg 
agcagtgtca 
gtcatcgtgc 
catgggacca 
gggcttgege 
tcccccaaaa 
actccaggct 
ttggggatgt 



ctctgtcctt 
gacatccgaa 
agaccttagg 
aagaacttac 
eggacagget 
tgaaccactg 
attttgaaga 
acaagagcaa 
attacgagtc 
aatctggggg 
ccgtgaagga 
tgttcagcga 
tcatagaaac 
tcctcgacaa 
gagceggaca 
ageggatata 
ttgtggtcga 
atttggcett 
ctccagcagt 
cctgtcatca 
cagtaaactc 



ggtggtgtcc 
gaagctgaca 
ggccagcggc 
tccaaattac 
catgacacag 
gecaggggtt 
atcactccac 
ataegggaca 
caaagcccac 
ctgtttccca 
cctgaacccc 
cttcatcatg 
gcaagaaccc 
etcaaeggaa 
aaaggtgatg 
caeggaggag 
cagaatactg 
cgcgcccgcc 
eggtccaatg 
aatgggaacg 
aagctg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
7 80 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1313 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1256 
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265 <210> SEQ ID NO: 6 

266 <211> LENGTH : 1425 

267 <212> TYPE: DNA 

268 <213> ORGANISM: Homo sapiens 

270 <220> FEATURE: 

271 <221> NAME /KEY : misc_f eature 

272 <222> LOCATION: ( 1387 )..( 1389 ) 

273 <223> OTHER INFORMATION: n=a, c, g, or t 

275 <400> SEQUENCE: 6 

276 atgctgctgc tggcgagatg tctgctgcta gtcctcgtct cctcgctgct ggtatgctcg 60 
278 ggactggcgt gcggaccggg cagggggttc gggaagagga ggcaccccaa aaagctgacc 120 
280 cctttagcct acaagcagtt tatccccaat gtggccgaga agaccctagg cgccagcgga 180 
282 aggtatgaag ggaagatctc cagaaactcc gagcgattta aggaactcac ccccaattac 240 
284 aaccccgaca tcatatttaa ggatgaagaa aacaccggag cggacaggct gatgactcag 300 
286 aggtgtaagg acaagttgaa cgctttggcc atctcggtga tgaaccagtg gccaggagtg 360 
288 aaactgcggg tgaccgaggg ctgggacgaa gatggccacc actcagagga gtctctgcac 420 
290 tacgagggcc gcgcagtgga catcaccacg tctgaccgcg accgcagcaa gtacggcatg 480 
292 ctggcccgcc tggcggtgga ggccggcttc gactgggtgt actacgagtc caaggcacat 540 
294 atccactgct cggtgaaagc agagaactcg gtggcggcca aatcgggagg ctgcttcccg 600 
296 ggctcggcca cggtgcacct ggagcagggc ggcaccaagc tggtgaagga cctgagcccc 660 
298 ggggaccgcg tgctggcggc ggacgaccag ggccggctgc tctacagcga cttcctcact 720 
300 ttcctggacc gcgacgacgg cgccaagaag gtcttctacg tgatcgagac gcgggagccg 780 
302 cgcgagcgcc tgctgctcac cgccgcgcac ctgctctttg tggcgccgca caacgactcg 840 
304 gccaccgggg agcccgaggc gtcctcgggc tcggggccgc cttccggggg cgcactgggg 900 
306 cctcgggcgc tgttcgccag ccgcgtgcgc ccgggccagc gcgtgtacgt ggtggccgag 960 
308 cgtgacgggg accgccggct cctgcccgcc gctgtgcaca gcgtgaccct aagcgaggag 1020 
310 gccgcgggcg cctacgcgcc gctcacggcc cagggcacca ttctcatcaa ccgggtgctg 1080 
312 gcctcgtgct acgcggtcat cgaggagcac agctgggcgc accgggcctt cgcgcccttc 1140 
314 cgcctggcgc acgcgctcct ggctgcactg gcgcccgcgc gcacggaccg cggcggggac 1200 
316 agcggcggcg gggaccgcgg gggcggcggc ggcagagtag ccctaaccgc tccaggtgct 12 60 
318 gccgacgctc cgggtgcggg ggccaccgcg ggcatccact ggtactcgca gctgctctac 1320 
320 caaataggca cctggctcct ggacagcgag gccctgcacc cgctgggcat ggcggtcaag 1380 

W — > 322 tccagcnnna gccggggggc cgggggaggg gcgcgggagg gggcc 1425 

324 <210> SEQ ID NO: 7 

325 <211> LENGTH: 939 

326 <212> TYPE: DNA 

327 <213> ORGANISM: Homo sapiens 

329 <400> SEQUENCE: 7 

330 cggcgcctca tgacccagcg ctgcaaggac cgcctgaact cgctggctat ctcggtgatg 60 
332 aaccagtggc ccggtgtgaa gctgcgggtg accgagggct gggacgagga cggccaccac 120 
334 tcagaggagt ccctgcatta tgagggccgc gcggtggaca tcaccacatc agaccgcgac 180 
336 cgcaataagt atggactgct ggcgcgcttg gcagtggagg ccggctttga ctgggtgtat 240 
338 tacgagtcaa aggcccacgt gcattgctcc gtcaagtccg agcactcggc cgcagccaag 300 
340 acgggcggct gcttccctgc cggagcccag gtacgcctgg agagtggggc gcgtgtggcc 360 
342 ttgtcagccg tgaggccggg agaccgtgtg ctggccatgg gggaggatgg gagccccacc 420 
344 ttcagcgatg tgctcatttt cctggaccgc gagccccaca ggctgagagc cttccaggtc 480 
34 6 atcgagactc aggacccccc acgccgcctg gcactcacac ccgctcacct gctctttacg 540 
348 gctgacaatc acacggagcc ggcagcccgc ttccgggcca catttgccag ccacgtgcag 600 
350 cctggccagt acgtgctggt ggctggggtg ccaggcctgc agcctgcccg cgtggcagct 660 
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352 


gtctctacac acgtggccct cggggcctac 


gccccgctca 


caaagcatgg gacactggtg 


"7 o r\ 


354 


gtggaggatg tggtggcatc ctgcttcgcg 


gccgtggctg 


accaccacct ggctcagttg 


780 


356 


gccttctggc ccctgagact ctttcacagc 


ttggcatggg 


gcagctggac cccgggggag 


O A C\ 

o 4 U 


358 


ggtgtgcatt ggtaccccca gctgctctac 


cgcctggggc 


gtctcctgct agaagagggc 


900 


360 


agcttccacc cactgggcat gtccggggca 


gggagctga 












939 


362 


<210> SEQ IC 


NO: 


8 


























363 


<211> LENGTH 


: 425 


























364 


<212> TYPE: 


PRT 




























365 


<213> ORGANISM: 


Gallus gallus 




















367 


<4 00> SEQUENCE: 


8 


























369 


Met 


Val 


Glu 


Met 


Leu 


Leu 


Leu 


Thr 


Arg 


He 


Leu 


Leu 


Val 


Gly 


Phe 


He 




370 


1 








5 










10 










15 






373 


Cys 


Ala 


Leu 


Leu 


Val 


Ser 


Ser 


Gly 


Leu 


Thr 


Cys 


Gly 


Pro 


Gly 


Arg 


Gly 




374 








20 










25 










30 








377 


He 


Gly 


Lys 


Arg 


Arg 


His 


Pro 


Lys 


Lys 


Leu 


Thr 


Pro 


Leu 


Ala 


Tyr 


Lys 




378 






35 










40 










45 










381 


Gin 


Phe 


He 


Pro 


Asn 


Val 


Ala 


Glu 


Lys 


Thr 


Leu 


Gly 


Ala 


Ser 


Gly 


Arg 




382 




50 










55 










60 












385 


Tyr 


Glu 


Gly 


Lys 


He 


Thr 


Arg 


Asn 


Ser 


Glu 


Arg 


Phe 


Lys 


Glu 


Leu 


Thr 




386 


65 










70 










75 










80 




389 


Pro 


Asn 


Tyr 


Asn 


Pro 


Asp 


He 


He 


Phe 


Lys 


Asp 


Glu 


Glu 


Asn 


Thr 


Gly 




390 










85 










90 










95 






393 


Ala 


Asp 


Arg 


Leu 


Met 


Thr 


Gin 


Arg 


Cys 


Lys 


Asp 


Lys 


Leu 


Asn 


Ala 


Leu 




394 








100 










105 










110 








397 


Ala 


He 


Ser 


Val 


Met 


Asn 


Gin 


Trp 


Pro 


Gly 


Val 


Lys 


Leu 


Arg 


Val 


Thr 




398 






115 










120 










125 










401 


Glu 


Gly 


Trp 


Asp 


Glu 


Asp 


Gly 


His 


His 


Ser 


Glu 


Glu 


Ser 


Leu 


His 


Tyr 




402 




130 










135 










140 












405 


Glu 


Gly 


Arg 


Ala 


Val 


Asp 


He 


Thr 


Thr 


Ser 


Asp 


Arg 


Asp 


Arg 


Ser 


Lys 




406 


145 










150 










155 










160 




409 


Tyr 


Gly 


Met 


Leu 


Ala 


Arg 


Leu 


Ala 


Val 


Glu 


Ala 


Gly 


Phe 


Asp 


Trp 


Val 




410 










165 










170 










175 






413 


Tyr 


Tyr 


Glu 


Ser 


Lys 


Ala 


His 


He 


His 


Cys 


Ser 


Val 


Lys 


Ala 


Glu 


Asn 




414 








180 










185 










190 








417 


Ser 


Val 


Ala 


Ala 


Lys 


Ser 


Gly 


Gly 


Cys 


Phe 


Pro 


Gly 


Ser 


Ala 


Thr 


Val 




418 






195 










200 










205 










421 


His 


Leu 


Glu 


His 


Gly 


Gly 


Thr 


Lys 


Leu 


Val 


Lys 


Asp 


Leu 


Ser 


Pro 


Gly 




422 




210 










215 










220 












425 


Asp 


Arg 


Val 


Leu 


Ala 


Ala 


Asp 


Ala 


Asp 


Gly 


Arg 


Leu 


Leu 


Tyr 


Ser 


Asp 




426 


225 










230 










235 










240 




429 


Phe 


Leu 


Thr 


Phe 


Leu 


Asp 


Arg 


Met 


Asp 


Ser 


Ser 


Arg 


Lys 


Leu 


Phe 


Tyr 




430 










245 










250 










255 






433 


Val 


He 


Glu 


Thr 


Arg 


Gin 


Pro 


Arg 


Ala 


Arg 


Leu 


Leu 


Leu 


Thr 


Ala 


Ala 




434 








260 










265 










270 








437 


His 


Leu 


Leu 


Phe 


Val 


Ala 


Pro 


Gin 


His 


Asn 


Gin 


Ser 


Glu 


Ala 


Thr 


Gly 




438 






275 










280 










285 










441 


Ser 


Thr 


Ser 


Gly 


Gin 


Ala 


Leu 


Phe 


Ala 


Ser 


Asn 


Val 


Lys 


Pro 


Gly 


Gin 




442 




290 










295 










300 












445 


Arg 


Val 


Tyr 


Val 


Leu 


Gly 


Glu 


Gly 


Gly 


Gin 


Gin 


Leu 


Leu 


Pro 


Ala 


Ser 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/09/711 , 724A 



DATE: 01/17/2003 
TIME: 07:55:16 



Input Set : N:\Crf3\dbback2\Datahold\EFS\09711724\HMSU-P14- 



006SubstituteSequence. txt 



Output Set: N:\CRF4\01172003\l711724A.raw 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 



Seq#:6; N Pos . 1387,1388,138 9 

Seq#:18; N Pos. 15,32,36 

Seq#:19; N Pos. 24,27 

Seq#:20; N Pos. 13,16,19,23,27 

Seq#:30; N Pos. 6,23,27 

Seq#:31; N Pos. 4,7,10,14,19,22 

Seq#:38; N Pos. 20,23 

Seq#:39; N Pos. 11,26 

Seq#:40; Xaa Pos. 7,9,4 4,85,93,98,112,132,137,139,181,183,185,186,189,191 

Seq#:40; Xaa Pos. 196,200,206,207,209,211,212,216,217,219 

Seq#:41; Xaa Pos. 7,8,9,12,13,14,17,19,22,27,29,30,31,33,40,41,44,45,46,48 

Seq#:41; Xaa Pos. 53,54,71,7 9,83,84,85,87,95,100,107,114,115,116,125,134 

Seq#:41; Xaa Pos. 135,139,141,157,158,160,162,166,167 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/711 , 724A 



DATE: 01/17/2003 
TIME: 07:55:16 



N:\Crf3\dbback2\Datahold\EFS\09711724\HMSU-P14- 



Input Set 
006SubstituteSequence . txt 

Output Set: N:\CRF4\01172003\l711724A.raw 



L:322 M:3 
L:1190 M: 
L:1200 M: 
L:1216 M: 
L:1232 M: 
L:1347 M: 
L:1363 M: 
L:1601 M: 
L:1617 M: 
L:1762 M: 
L:1768 M: 



1777 M: 
1780 M: 
1786 M: 
1795 M: 
1798 M: 
1801 M: 
2040 M: 
L:2043 M : 
L:2046 M: 
L:2049 M: 
L:2052 M: 
L:2055 M: 
L:2058 M: 
L:2061 M : 
L:2064 M: 
L:2067 M: 
L:2070 M: 



41 W: 
283 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 W 
341 W 
341 W 
341 W 
341 W 
341 W 
341 W 
341 W 
341 W 
341 W 
341 W 



(46) "n" or "Xaa" u 
Missinq Blank Line 
r, Xaa 



46) 


"n" 


or 


46) 


"n" 


or 


46) 


"n" 


or 


46) 


"n" 


or 


46) 


"n" 


or 


46) 


"n" 


or 


46) 


"n" 


or 


46) 


"n" 


or 


46) 


"n" 


or 


46) 


"n" 


or 


4 6) 


"n" 


or 


46) 


"n" 


or 


46) 


"n" 


or 


46) 


"n" 


or 


46) 


"n" 


or 


46) 


"n" 


or 


(46) 


"n" 


or 


(46) 


"n M 


or 


(46) 


"n" 


or 


(46) 


"n" 


or 


(46) 


"n" 


or 


(46) 


"n" 


or 


(46) 


"n" 


or 


(46) 


"n" 


or 


(46) 


"n" 


or 


(46) 


"n" 


or 



sed, for SEQ ID#:6 

separator, <220> 
used, for SEQ ID#: 
f Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 
"Xaa" used, for SEQ ID#: 



after pos . : 1 
field identif 

18 after pos. 

19 after pos. 

20 after pos. 

30 after pos. 

31 after pos. 

38 after pos. 

39 after pos. 

40 after pos. 
40 after pos. 
40 after pos. 
40 after pos. 
40 after pos. 
40 after pos. 
40 after pos. 

40 after pos. 

41 after pos. 
41 after pos. 
41 after pos. 
41 after pos. 
41 after pos. 
41 after pos. 
41 after pos. 
41 after pos. 
41 after pos. 
41 after pos. 
41 after pos. 



380 
ier 
:0 
:0 
:0 
:0 
:0 
:0 
:0 
:0 
:32 
:80 
:96 
:128 
:176 
:192 
:208 
:0 
:16 
:32 
:48 
:64 
:80 
:96 
:112 
:128 
:144 
:160 
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